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Empirical Force Fields & pregrams
(Gremes, NAMD, Amber, Charmm...) \
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Interaction of BLLA with a
biosourced additive
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BDF - BDF
hydrogen bond
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PLA — BDF contacts
g

h

PLA-BDF20 = PLA-BDF30
// 0.19 0.27
Number of r-it stacking per BDF
35 1 0.41 0.58
Number of hyc!rogen b_onds in BDF — BDF 0.14 0.19
interactions
Number of hvc.:lrogen tTonds in BDF —PLA 0.43 036
interactions
Average BDF — BDF contacts 3.2 4.7
Average PLA — BDF contacts 15.8 13.1
Average PLA — PLA contacts 3.4 3.0

PLA - BDF

hydrogen bond
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